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Bioinformatics analysis of differential expression genes after off-pump coronary artery bypass grafting
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[Abstract]  Objective To investigate gene changes after off-pump coronary artery bypass grafting (OPCAB) by bioinfor-
matics analysis, and to screen Hub genes. Methods By including the datasets GSE12485 (myocardium) and GSE4386 (atri-
um), the R package was used to analyze the differences in the preoperative and postoperative cardiac tissues of OPCAB to screen
for differential genes (DEGs). The intersection of the two groups of DEGs was obtained with the common DEGs for further a-
nalysis. Then GO and KEGG functional enrichment analysis was performed. Finally, STRING was used for protein-protein in-
teraction (PPI) analysis, and Hub genes were screened by Degree algorithm of cytoHubba with Cytoscape software. Results A
total of 36 co-upregulated DEGs were obtained. GO and KEGG analysis showed that OPCAB was mainly associated with inflam-
mation. PPI network analysis was performed, and four Hub genes with the highest score were obtained. Conclusion Inflamma-
tion plays an important role after OPCAB. All the four Hub genes are of great value, which will provide a basis for subsequent
research.
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