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[ Abstract]

varian cancer and screen molecular markers for diagnosis, treatment and prognosis. Methods

Objective To study differentially expressed miRNAs and enrichment pathways in exosomes derived from o-
One set of exosomal miRNA ex-
pression profile data related to ovarian cancer (GSE76449) were downloaded from GEO database, then up-regulated miRNAs
were obtained by differentially expressed analysis. The combination usage of bioinformatics and mass spectrometry were
A total of 32 differentially expressed miRNAs

were obtained. Based on the GO and KEGG function annotation, miRNA were mainly enriched in the function of cellular nitro-

analyzed for functional annotation pathway and prognostic biamarkers. Results

gen compound metabolic process and the pathway of glycosphingolipid and mucin type O-glycan biosynthesis. By analyzing prog-
nosis of network node, miR-337-3p were found to be upregulated. MiR-6809-3p predicted target gene WNT3 and coexpressed
proteins including FZD4, HGF were all associated with the poor outcome of patients with ovarian cancer. Conclusion Exosomal
miRNAs influenced glucose metabolism is related to the progress of ovarian cancer and provided new strategies for the diagnosis
and treatment of ovarian cancer.
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